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Quantification methods of Candida albicans are
independent irrespective of fungalmorphology
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Figure S1. Confocal images obtained for filament growth of C. albicans SC5314 treated with fluconazole. Bright field (A) and
fluorescence mode for Hoescht (blue, B), propidium iodide (red, C), and concanavalin A - Alexa Fluor 488 conjugate (green, D).
White arrows show yeast cells, and yellow arrows show filaments.
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Supplemental Figure S2: Confocal images obtained for biofilm growth of C. albicans treated with fluconazole. Bright field (A)
and fluorescence mode for Hoescht (blue, B), propidium iodide (red, C), and concanavalin A - Alexa Fluor 488 conjugate (green,
D). White arrows show yeast cells, and yellow arrows show filaments.
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Supplemental Figure S3: Residual-versus-predicted plots from data obtained from yeasts (A-C), filaments (D-F), and biofilms
(G-L) to analyze the assumptions of linearity and homocedasticity of linear regression between the methods of cells/mL and
CFU/mL (A, D, and G), vPCR and cells/mL (B, E, and H), vPCR and CFU/mL (C, F, and ), XTT and cells/mL (J), XTT and CFU/mL
(K), and XTT and vPCR (L). Assumption of linearity is met when the dots are simetrically distributed around the horizontal center
line of zero (E, F, H, and I). A bowed pattern or non-retangular shape indicate violation of linearity (A-D, G, J-L). The conical shape
(A, D, and G) also indicate violation of homocedasticity (heterocedasticity).



Supplemental Figure S4: C. albicans (SC5314) growth in different conditions. True hyphae (arrows) observed after starvation in
NaCl for 24 h followed by incubation in RPMI at 30 °C for 8 h (A). Filamentation observed after 6 h of growth in RPMI without serum
(B) and (C) with serum at 10%.
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Supplemental Figure S5: Amplification plot of C. albicans (SC5314) grown as filament, green: undiluted sample, yellow, blue,
and pink: diluted samples at 10", 102 and 1073, respectively, brown: EMA control. (A) Melting curve after vPCR (B). Standard
curve of C. albicans DNA (circles) after vPCR.



