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SUPPLEMENTARY FIGURE 1. Evaluation of OPUs as diagnostic 
biomarkers in IBD. OPUs identified by the LEfSe algorithm as differentially abundant 
in dysbiotic IBD patients or controls were also evaluated as biomarkers to discriminate 
between dysbiosis and eubiosis. The receiver operating characteristics (ROC) analysis 
was performed using the easyROC server [1]. AUC, Area under the curve. 
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